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The two main components
of the epigenetic code

DNA methylation

Methyl marks added to certain
DNA bases repress gene activity.
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Histone tails

Histone modification

A combination of different
molecules can attach to the “tails’
of proteins called histones. These
alter the activity of the DNA
wrapped around them.

Histones

Chromosome
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Promotor region of a gene

T CpG not methylated T CpG methylated T CpG without information about methylation
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Sites of covalent modifications in histone N-termini
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Chronic high-fat diet in fathers programs f-cell
dysfunction in female rat offspring

Sheau-Fang Ng', Ruby C. Y. Lin® D. Ross Laybutt}, Romain Barres*, Julie A. Owens® & Margaret J. Morris'
21 OCTOBER 2010 | VOL 467 | NATURE | 963
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Methylation at cytosine (-960) of I1113ra2 was reduced in HFD offspring
(8.9+2.2%) compared to controls (33.6 = 4.0%, P,0.001).
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MiTka paba npoTu MiTKU repos

Bionoria

YcnaakyBaHHA HaDyTUX O3HaK — Le npeameT
HayKOBOI AUCKYCIi, AKa TpuBae Bxe binbL AK 200
POKIB. JKOpCTKa KpuTuka Belcmana | noro
NOCNIAOBHUKIB Y reHeTuli hakTU4yHO BMBENa Le
ABULLE 32 MEXI HaYKK, NPO WO Tenep 3Hae KoxHa
ocBiYeHa NavHa. TUM HEe MEeHLL, OCTaHHIM YacoMm
3'ABNAETLCA BCe Dinblue came HayKoBUX
NOBIAOMNEHb, WO 0DepexHO NiAWTOBXYITb
CKeNnTUYHI NOrnAAu Ha CnajKyBaHHA HaDyTUX 03HaK
0o npipsu 3abyTTA... OaHy 3 Takux pobiT nposenu
1BOE aMepuKaHCbKux BueHux fiac | Peccnep 1a
onybnikysanu it pe3ynbTaTti y rpyaHeBoOMYy HOMEpI

xypHany Nature Neuroscience.
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Chromatin immunoprecipitation
combined with DNA microarrays
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